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RAW SEQUENCE LISTING 

PATENT APPLICATION : 



US/09/733, 685 



DATE: 01/02/2001 
TIME: 12:08:29 



3 <110> 
4 



APPLICANT: Cade, Robocoa M 
Dietrich, Robert A 



Input Set : A:\PTO.txt 

Output Set: N:\CRF3\01022001\l733685.raw 




6 <120> TITLE OF INVENTION: (JUNES ENCODING PROTEINS INVOLVED IN THE REGULATION OF 



9 <130> FILE REFERENCE : A-31089A 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/7 3 3,6 8 5 
C--> 12 <141> CURRENT FILING DATE: 2000-12-08 

14 <150> PRIOR APPLICATION NUMBER: 60/171,008 

15 <151> PRIOR FILING DATE: 1999-12-15 

17 <150> PRIOR APPLICATION NUMBER: 60/175,519 

18 <151> PRIOR FITTING DATE: 2000-0] -11 
20 <16 0> NUMBER OI SEQ ID NOS : 2 3 

22 <170> SOFTWARE: PateutTn Ver . 2.1 
24 <210> SEQ ID NO: 1 

2 5 <211> LENGTH: 5 09 

26 <212> TYPE: UNA' 

27 <213> ORGANISM: Arabidopsis thaliana 

29 <220> FEATURE: 

30 <221> NAME/KEY: CDS 

31 <222> LOCATION: (68).. (433) 

32 <22 3> OTHER INFORMATION: gone product NI16 

3 4 <220> FEATURE: 

3 5 <221> NAME /KEY : misc_f eature 

36 <222> LOCATION: (142).. (147) 

37 <223> OTHER INFORMATION: Sail site 
39 <2 2 0> FEATURE : 

4 0 <22 1 > NAME/KEY : m i s n_i ea tn rp 
-1.1 <222> LOCATION; ( 3 -1 4 ) . . ( 34 9 ) 

4 2 <223> OTHER IMFORMAI'TOW : EcoRI site 
4 4 <4 0 0> SEQUENCE: 1 

4 5 aaaatcagca aataaacttt tettgactaa gcttaaacga cgccgttaac attttcttct 60 
4 7 ygctaac atg aac aac Let ttg aag aaa gaa gaa cgc gta gaa gaa gat 109 
48 Met Asn Asn Scr Lou Lys Lys Glu Glu Arg Val Glu Glu Asp 

4 9 I 5 10 

51 aac gga aaa let gac ggt aac: aaa ggg aaa ecg teg acg gaa gtt gtt 157 

52 Asn Gly Lys Ser Asp Gly Asn Arg Gly I.ys Pro Ser Thr Glu Val Val 

5 3 15 20 25 30 

55 egg acg gla acg gag gaa gag gtg gat gag ttt ttc aag a La tta egg 205 

56 Arg Thr Val Thr Glu Glu Glu Val Asp Glu Phe Phe Lys Tie Leu Arg 

57 35 40 45 

59 aga gta cac gtg qcq aca cga acg gtt gcg aaa gtt aac ggc ggt gtt 253 

6 0 Arg Val His Val Ala Thr Arg Thr Val Ala Lys Val Asn Gly Gly Val 
61 50 55 * 60 

6 3 get gag gga gag tta ccg tct aag aag agg aaa egg agt cag a at ctt 301 
6 4 Ala Glu Gly Glu Leu Pro Ser Lys Lys Arg Lys Arg Ser Gin Asn Leu 
6 5 6 5 70 7 5 

6 7 999 ttg aga aac teg ttg gat tgt aac ggc gtt cga gac gga gaa ttc 349 



7 



SAR GENE EXPRESS TON IN PLANTS 
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509 



RAW SEQUENCE LISTING iJAIL : 01/0 2/2001. 

PA J t NT AP P L 1 CAT 1 ON : US/ 09/733,685 V I M E : 12:08:20 

Input Set : A:\PTO.txt 

Output Set: N:\CRF3\01022001\I733685.raw 

68 01/ Leu Arq Asn Sor Leu Asp Cys Asn Gly Val Arq Asp Gly tUu Phe 
f>9 80 85 90 

7 1 qat qaq att aat cqq qtc gqq tt a f;aq qqt t tq qqt ttq qat otq aac 307 

7 2 Asp Glu lie Asn Arq Val Gly Leu Tin Gly Lou Gly Leu Asp Lou Asn 

73 95 100 105 HO 

7 5 tgt aaa erg gaa cca qac age gtt agt tta tcq ttg tagacttgta 44 3 

7 6 Cvs Lys Fro Glu Pro Asp Ser Val Ser leu Ser Leu 
77 ' 115 120 

79 qtccttcatq tttttcceet tettacaata atcaattttt ttttaactac aataettttg 50 3 
til <iddad<] 

84 -.21U> SEQ ID WO: 2 

8 5 <211> J FNGTH : 122 

86 *-212> L Y Ph : PUT 

87 <2 I 3> ORGANISM: Arahidopsis tha Liana 
8 ( i -.4 00> SEQUENCE: 2 

0 0 Met Asn Asn Ser Leu Lvs Lys Glu Glu Arq Val Glu Glu Asp Asn Gly 
91 15 10 15 
4 3 L r -s Ser Asp Gly Asn Arq Gly Lvs Pro Ser Thr Glu Val Val Arq Thr 

20 25 30 

96 Vai Thr Glu Glu Glu Val Asp Glu Phe Phe Lys lie Leu Arq Arq Val 
t , 7 35 40 45 

99 His Val Ala Thr Arq Thr Vai Ala L/s Val Asn Gly Gly Vai Ala Glu 

100 50 55 60 

102 Giv Glu Leu Pro Ser Lvs Lys Arq Lys Arg Ser Gin Asn Leu Gly Leu 

103 65 70 75 80 

105 Arq Asn Ser Leu Asp Cys Asn Gly Val Arq Asp Gly Glu Phe Asp Glu 

106 85. 90 95 
108 He Asn Arg Val Glv Leu Gin Gly Leu Gly Leu Asp Leu Asn Cys Lys 
Z09 100 105 HO 

111 Pro Glu Pro Asp Ser Val Ser Leu Ser Leu 

112 115 120 

116 <210> SEQ TD NO: 3 

117 <211> LENGTH : 1700 
LIS <2 12> TYPE: DNA 

119 <213> ORGANISM: Arabidopsis thaiiana 

121 <2 2 0> FEATURE: 

122 <22L> NAME/KEY: tnisc_f eatu re 
1 2 3 <2 2 2 > LOG- AT J.OH : (365). .(371) 
124 <22 3> OTHER INFORMATION: TCA'l motif 
126 <220> FEATURE : 
12 7 <2 2 ] > N AME/KE y : mi s c_ f e a t u re 
128 <2 22> LOCATION: ( '1 2 6 ) . . ( 4 3 5 ) 

12 9 <2 2 3> OTHER INFORMATION: TCAl motif 
131 <2 2 0> FEATURE: 

1 32 ^2 2 1 > NAME/KEY : IB i sc_f ea tu re 

133 <222> LOCATION : (009).. (614) 

134 <22 3> OTHER IN FORM AT ION : MYCATR2 2 element 
I 3 6 <220> FEATURE: 

13 7 <2 2 1 > NAME/KEY : m i scj eatu re 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/733,685 



DATE: 01/0 2/2001 
TIME : 12:08:20 



Input Sot : 
Output Set: 



A:\PTO.txt 

N:\CRF3\01022001\I733685 .raw 



iiB 

i-n 

14 2 
1 4 3 
11 4 
14 0 
147 
148 
119 
l r >l 
15>2 
153 
I r-4 
150 
157 
158 
159 
160 
161 
.16 2 
163 
1 6 4 
If- 5 
.1. 6 6 
167 
1 68 
169 
170 
171 
172 
17 3 
174 
175 
1 7 6 
177 
178 

17 9 
180 
1 8.1 

18 2 
1 8 3 
18 4 
185 
18 8 
1 8 9 
190 
191 
193 



-.2 2 3> 
0_ ■>> 

f ? j j > 

<222> 

.220.- 
<22l> 
<222> 
<223> 
<2 2ir> 
<'22l > 
<222> 
•:.2 2 3> 
.4 00 

tqqqttttta 

catgaeaaa t 
ttaaaa tea 9 
qqaaaattea 
aqaaaqaqag 

qtqqtqaaqa 

tcl.gaagaag 
tegt'saagaa 
otaactat tg 
tat tcttttg 
tt Lttecaca 
target ttaa 
taytt gttga 
aaattttage 
ttaacatttt 
agataacqqa 
aarggaqgaa 
a a egg t tgeg 
aeggagteag 
at. t ogatgag 
ggaareayac 
ttacaa taa t 
at t aa c a tgt 
tal atatt tg 
aaeat.aaa tt 
ggccttt gee 
ceaaaaaaag 
ea t ggt t tat 
ttt aegaett 
<210> 
■:2U> 
<212> 
<213> 
<220> 



BOX 



LOCATION : ( 6 4 6 ) . . ( 6 6 5 ) 
Oi NEK JNI-ORMaTION: CAMV 
F L'A'J URL : 

NAttE/K E Y : Til is c_f e at urc 
LOCATION : (707) (712) 
UTHEK INFORMATION : PAL 
b LA'IURE : 

N AM t ./K E V : mi so teat urc 

LOCAL- [ON : (757) (76 2) 

OTHER lHl-OkllATlON: HEXA1-1LRAT 4 element 
FEATURE : 

NAME/KEY: m i sc__f eatu re 
LOCATION: { 86 3 ) . . ( 1 2 2 8 ) 

OTHER I INFORMATION : NT 16 genomic coding 
SEQUENCE: 3 

ttggataaea tqaeaaatat ttatttattt 
attaatatat eagtgttaat aacatgtttt 
aeatttgttt Laaaatcaaa Lct.adLct.ct 
qgtaaaaaga gaaaataaag aatg^gagat 
aacatgtagg t.gaacaaaat aaagagatat 
1. t a t tt t a gg a ga ggg a q a g a ga a a t a ga a 
atgaattgtg ttaaagatga agagagaaag 
aaacaaaaga 
tg tagcegao 
ttat ttctta 

ctttattcea aaagteaata 
gatgatgt.ca ttagcatcaa 
caatatcgac cgtctaagtt coacaccgao 
aaaataaaat oagcaaataa ttttttcttg 
cttctggcta acatgaacaa ctctttgaag 
aaatctqacg gtaaeagaqg gaaacogtog 
gaggtggatg a gt ttt tea a gatattaegg 
aaagttaacg goggtgttgc tgagggagag 
aat.ctt.gggt tgagaaact c gttggattgt 
atraateggg tegggttaca gggtttgggt 
agegttagtt tatcgttgta gaettgtagt 
caattttttt ttaa eta ea a taettttgaa 
Latccaaatt tcagattctt oagttt. tat t 
ea a a a c La ea ag t ea a a c a a a a g e ta tt t a 
ttactaaaat caat.gt.tt La aaaaagtgtt 
tg go ccg 1 1 1 a g t a a La ttg ca ga g t a g g t 
agegggeatt gegggttggg tgegtttgga 
etattaatgt etgeggaett gtggacgacg 
aegaacatat 
SEQ ID NO: \ 
LENGTH: 6 08 
TYPE: DNA 

ORGANISM: Solanum tuberosum 
FEATURE: 



AS1 salicylic acid response element 



gatgaaaaag 
ccaaaa tttc 
aag tcaaaag 
ca \ ggaet Lc 
a a cat cqcat 



agqaagaaga 
aaa tac tatt 
cat a bactct 



region 

ca tgagt ttt 
q ttc ttaaaa 
Lata tea ca a 
agagagattt 
gatga ta tat 
aaagaaaatg 
agaactccat 
aagagaaagg 
tgg tccaagg 
aaaaata tag 
aag tgtgacg 
Let ceaccgt 
ggcta taaga 
aetaagctta 
aaagaagaac 
aoggaag ttg 
agagtaeacg 
t tacegtcta 
aacggcgttc 
ttg gate tga 
cc ttcatgtt 
aaaaatggta 
tta taegtea 
agegtttgac 
ga t ggt aaag 
a tgggcetgt 
actttggatt 
cgcttgttet 



tatt ggatag 
taea tgcatt 
cgacat Lgac 
etatggaaaa 
ttt a tga gag 
acatggtgaa 
gg eta aag t c 
ctaaaataga 
ttattttgtg 
ccg a taccaa 
tea tga tact 
ccaatt tat t 
gtttcattat 
aaegaegcog 
gegtagaaga 
t.teggaeggt 
tggcgacacg 
agaagaggaa 
gagaeggaga 
aetgtaaacc 
tttccect.tc 
aaagaagatt 
aaagagaagt 
gttectaaac 
ata teaattg 
ataagggagt 
gtggatt agt 
tcttectctg 



6 0 

120 

180 

2 4 0 

300 

360 

4 20 

4 8 0 

54 0 

600 

660 

720 

780 

84 0 

900 

96 0 

1020 

1080 

114 0 

1200 

126 0 

1 320 

13 80 

144 0 

1500 

1560 

1620 

1630 

17 00 
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RAW SEQUENCE LISTING 

PATLNT APPLICATION: US/09/7 3 3 , 6 8 5 



IXVIh : 01/0 2/20 0 1 
rrMIi: 12:08:20 



194 
195 
197 
198 
2 00 
2 02 
2 0 3 
204 
20 6 
207 
203 
2 10 
211 
212 
214 
215 
216 
2 18 
219 
2 20 
222 
223 
224 
226 
227 
228 
230 
2 32 
2 34 
237 
238 
239 
240 
24 2 
24 3 
244 
24 5 
24 6 
24 7 
248 
249 
250 
251 
252 
253 
254 
255 
'256 
260 



Input- Set : A:\PTO.txt 

Output Set: N:\CEP3\01022001\I733685.raw 

<221> NAME/KEY: CDS 

0 2 2> LOCATION: (124).. (430) 

d0 0> SEQUENCE: 4 

raqgtaatar dcanaqaa;ia cat t gar at a acaqitrgaa tacacattat attatattaa 
tgagayaata aagayuagta attgcactag cay tatty ac aattaatcag etagccgget 
tga aty eta ctt atg yae gga gad aag uag agy aag aya aca yea ate 



Me L Le u 
1 



Leu Met Asp Gly Ciu Lvs Lys Arg 
5 10 



Lvs Arg rhr Ala 



qgc gec gga gat. egg agt aag gat gag gta yaa get act gtg aag 



1 1 e 
! 5 
gag 

Glv Ala (Sly Asp Arg Ser Lys Asp Glu Va I Glu Ala Thr Val Lys Glu 

30 

Lte yeg ate tta 
Plie Ala lie Leu 
4 5 

agg' aLg eat gtg geg gtg aaa tat etc eag aga aat get eag att 



gag gag erg ceg tea gag qeg gag gtL gae gag tt r 
Glu Glu Pro Pro Ser Glu Ala Glu Val Asp Glu Pile 
35 



40 



Arq 

egg 
Arg 



Arg Met His Val 
50 



Ala Val Lys 
5 5 



Uyr 



Leu Gin Arg Asn Ala Gin lie 
6 0 



eeg gaa aac ctt aae gca teg eeg gec ggt qet aae ggt gte gca 

Prci Glu Asn Leu Asn Ala Ser Pro Ala Gly Ala Asn Gly Val A La 

75 

qga ate gtg aga aaa ggt gat Ltg gae 



65 



get gga cgy aag aga gaa 



70 

egg 



Ala Gly Arg Lys Arg Glu Arg Gly Tie Val. Arg Lys 



Asp Leu 



8 0 



35 

ccg gae 



9 0 



\sp 
9 5 



gge gga gae taa ttaaegcayt Ltaayc'atcig 



ete aae act ctg 
Leu Asn Thr Leu Pro Asp Gly Gly Asp 

100 105 
gttaatt.aea taaatgeacc ottaattatc gtagattott aagattgatc tgctqtaeag 
attaattaat taaageettt ttttatatat atttctcegg taaaeggttt getctttgtg 
attttcttta ataaatttaa tttattttat 
<210> SEO. ID NO: 5 
<211> LENGTH: 104 
TYPE: PRT 

Solanum tuberosum 



6 0 
12 0 
168 



21b 



264 



312 



408 



458 



518 
578 
608 



<.212> 
<21 3> 
<4 0 0> 



ORGANISM : 
SEOOENCE : 
Met. Leu Leu Met: 
■ 1 



Asp 'Gly Glu Lys Lys Arg Lys' Arg Thr Ala lie Gly 



10 



1 5 



Ala Gly Asp Arg Ser Lys Asp Glu Val Glu Ala Thr Val Lys Glu Glu 



20 



25 



Glu Pro Pro Ser Glu Ala Glu Val Asp Glu Phe Phe Ala 



3 0 

Tie Leu Arg 



3 5 



4 0 



45 



His Val Ala Val Lys Tyr Leu Gin Arg Asn Ala Gin Tie Arg 
55 60 
Pro Glu Asn Leu Asn Ala Ser Pro Ala Gly Ala Asn Gly Val Ala Ala 



Arg Met 
50 



65 



7 0 



80 



Gly Arg Lys Arg Glu Arg Gly Tie Val Arg Lys Gly Asp Leu Asp Leu 

8 5 90 95 

Asn Thr Leu Pro Asp Gly Gly Asp 
100 

<210> SEQ ID NO: 6 
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• RAW SEQUENCE ^ISTING DAJl: DV'^/^OJi 

PATLNT ALT-'LJC.-.lI.n: : US/09/733, 685 LI ML : 12:08:29 

Input SfM : A:\PT0.txt 

Output Set: N:\CRF3\01022001\l733685.raw 

261 <211> LENGTH : 349 
4b 2 <2 12> TYf 'b: : UNA 

2C"> <213> CRGANTSil: l ycopt- rs lcoti es ~u 1 en t un: 
2fo <2 20> L-fa.7- J'LIKL: 

26 6 < 2 2 1> NA1 1L'/ KL Y : CD S 

2 6 7 <22?> LOCA 1' I UN : ( 3 ) . . ( - 3 3 ) 

269 -4 00> SLf.ULNCi:: d 

270 rt t-c:i; gq;-. q-ig qtq qat qaq tt f tte goa att Ltd cqq ago atq 47 

271 Ser Glu Gl^ Glu Val Asp Glu Phe Phe Aid lie i.eu Arq Arq Me>- 
2 72 1 * 5 10 l r > 

271 cac at g qcr gtd ct^a tat ct!. caq aqa aac get cag att cac, ccg gaa 95 

27 5 His Met Ma \al Lvs f v r Leu Gin Arg As:. Ala Gin lie Gin Pro Glu 

27 C 20 2 5 3 0 

278 aar qtt aae qrt cac qqr ago aaq t ta arc go + Leg >':eg gee qqt qtt. 143 

2 7 9 As n V a 1 A s n A la His Gl v S - 1 r l y s Le u I h r A 1 .i S v- r P r o A L a ( ; 1 y V a 1 

280 35 40 IS 

2B2 aac yqa qat gca act gqa cag aaq aqa qaa cqq qga dtt: qtg aga aaa 191 

28 3 Asn Gly Asp Aia Thr Civ Uj.ii L/s Arq Glu Arg Gl;, lie Val Arq Lys 
284 50 55 60 

286 qqt qat ttg qdc etc aae acl tig ccq qac tgc qga gar- taa 233 
2 87 Gly Asp Leu Asp Lou Asn Tl r lhii Pro Asp Cys Gly Asp 
288 6 5 7 0 7 5 

2 90 cgcaqtf-acj geataggtta attaeagaaa tqeacettta attatogtaq at t c t taa qa 2 9 3 
292 ttgatetget qtaeaaatta dttaaatgaa qcjLtttttt aLatat.-taaa aaaaaa 34 9 

2 95 <210> SLQ ID NO: 7 
2 96 <211> LFNGTH: 7 6 

297 <212> TYPL: PPT 

298 <213> ORGANISM: Lycopersicun escu lentum 
30 0 <4 00> SCOUtiNCE: 7 



301 


Ser Glu Gly Glu 


Val 


Asp 


Glu 


Phe 


Phe 


Aid 


He 


Leu 


Arg 


Ar g 


Me t 


H i s 


3 02 


1 


5 










10 










1 5 




303 


Met Al a val Lys 


Tyr 


Leu 


Gin 


Arq 


Asn 


Ala 


G In 


Tie 


Gl n 


Pro 


Glu 


Asn 


304 


2 0 










25 










"*<) 






30 5 


Val Asn Ala His 


Gly 


Ser 


Lys 


Leu 


rhr 


Ala 


Ser 


Pro 


Ala 


G ly 


Va 1 


Asn 


3 06 


*5 








4 0 










4 5 








3 0 7 


Gly Asp Ala Thr 


Gly 


GJ n 


Lys 


Arq 


G 1 Li 


Arg 


G 1 y 


r le 


Va 1 


Arg 


Lys 


Gly 


3 08 


5 0 






5 5 










60 










3 U 0 


Asp Leu Asp Lota 


Asn 


rhr 


Le u 


Pro 


Asp 


Cys 


Gly 


Asp 










310 


65 




7 0 










7 5 












314 


<210> SF'J TD NO: 


8 
























315 


<2il> LtNG'lM: 75 
























3 16 


<212> IYPF: PRT 


























il7 


<213> ORGANISM: 


G lyc ine 


max 




















319 


<4 00> SEQUENCE: 


8 
























32 0 


Met Glu Val Glu 


Lys 


Arg 


Lys 


Asn 


Lys 


Arg 


Va 1 


Met 


Gly 


G t u 


Glu 


Glu 


321 


1 












10 










15 




3 2 i 


Glu Ser Glu Arg 


Val 


Lys 


Asn 


Lys 


Arq 


Leu 


Lys 


Gly 


Va 1 


Glu 


Glu 


Glu 


324 


20 










2 5 










3D 






325 


Asp Gly Ser Asp 


Gly 


Val 


Pro 


Thr 


Glu 


Glu 


Glu 


Val 


Glu 


Glu 


Phe 


Phe 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATFKT AL>RI./.rAl ION : US/09/7 3 3, 6 8 5 



DATL : 0 J./O _„/ 2('(j J. 
VIM II : "112: I! 8:311 



Input Set : A:\PTO.txt 

Output Set: N:\CRF3\O10220Ol\I733685.raw 



L: L1 M:2"0 C: Current App \ i ca L Ion Numbex differs, Replaced Applii'jtiui, NanJjer 

H:271 C: Current Filing Date differs, Replaced Current iiJiny Date 
f.;.*2d M:.iif> r .s : Invalid Amino -Vici Number in Coding Region, SEO 10:4 
L:~>\2 M:3*il ;\ : (-16 J "n" or "Xaa" used, Cor. SEO ID*: 20 
1, : S i 0 M : J 4 1 w : (46) " n " or " Xaa " u sod , for SEO I D -v : 2 1 
L:5J7 M:J83 Iv : Missing Blank Line separator, <220> field identifier 
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